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Targeted amplification kits for high-resolution BRI
genomic analysis using Oxford Nanopore BRIGHTER

sequencing. POSSIBILITES

NanoAmp™ is a proprietary family of targeted amplification kits
developed by 23rd Pair Lab for high-resolution genomic analysis.
It combines optimized target amplification with long-read R
sequencing and provides a streamlined path from DNA to -j_‘-.-'.'
targeted amplification to sequencing to variant analysis. :

Proprietary
targeted long-read
sequencing solutions.
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From amplification to resistance profiling. for Hemophilia A research.
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NanoAmp™CFTR

Comprehensive CFTR analysis
with long-read sequencing.

DEEFER
INSIGHTS
BRIGHTER

NanoAmp™ CFTR is a targeted amplification kit developed oSl RS

by 23rd Pair Lab for comprehensive analysis of the CFTR gene
using Oxford Nanopore sequencing. The assay is designed around

long-range amplification of the CFTR genomic region, enabling Proprietary
sequencing across coding and clinically relevant non-coding regions targeted long—read
while retaining long-read information for variant phasing and N 1 LK . .

s oy sequencmg solutioin.

genomic interpretation.

{.‘} Key Features ——— ) w Applications o acc .- A G

® Targeted amplification of the CFTR gene ® Cystic fibrosis research CTGTAAG
@ |ong-range amplicon design £ ® CFTR variant characterization = ==
® Detection of SNVs and small indels 3 ® Molecular genetics research =
® Analysis of clinically relevant intronic reglons | ® Variant phasing and haplotype analysis J—
® Long-read variant phasing :
® Compatible with Oxford Nanopore £
sequencing workflows 2 ? NanoAmp™ Advantage
® Multiplex-ready workflow jr J

Conventional short-read approaches can require multiple
assays to resolve variants across complex genomic regions.
NanoAmp™ CFTR uses targeted long-range amplification
together with long-read sequencing to retain genomic
context across substantially larger DNA molecules.

ROBUST DESIGN
BRDAD INSIGHTS.

CFTR TARGETED WORKFLOW FROM SAMPLE TO CFTR INSIGHT
\o DNA sample e Long-range CFTR o Nanopore P o Variant phasing &
patient or -3 amplification — sequencing - ﬂi"ﬁ interpretation
research DNA targeted CFTR l_' / long-read TT SNVs, indels,
region coverage = Oxford Nanopore . intronic regions
CFTRloovs o 4 4 p4—Y— | 1 — H 76312
(~250 kb) 332
B Coding exons (27) B Clinically relevant intronic regions ——— Targeted long-range amplicon
GENOMICS
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NanoAmp" BTD

Targeted BTD analysis designed .
for long-read sequencing.

' LONGER

READS

DEEPER
INSIGHTS
BRIGHTER
POSSIBILITIES

NanoAmp™ BTD is a proprietary targeted amplification kit 2’ i
developed by 23rd Pair Lab for analysis of the BTD gene, supportmg > 1P
molecular research into biotinidase deficiency using Oxford Nanopore

sequencing. The assay uses a multi-amplicon long-range amplification - -

strategy designed to capture the BTD genomic region in sequencing- k Proprletary

ready fragments while maintaining compatibility with long-read ; w%.. o targEtEd.long'rea_d
sequencing,. D e sequencing solution.

{::} Key Features w Applications

./*‘“*

® Targeted BTD gene amplification @ Biotinidase deficiency research ﬂ"'-\

@ long-range amplicon design @ BTD variant characterization /,_ J

@® Multiple amplicons optimized for ® Molecular genetics studies ;_’:_. BTD
gene coverage @ Targeted sequencing SEOT TRk

@ SNV and indel detection =

@ |ong-read sequencing compatibility (

® Multiplex-ready workflow ? NanoAm pTM Advantage

®

Streamlined PCR-to-sequencing

workflow R NanoAmp™ BTD has been developed around the i X

E] > principle that targeted amplification and long-read f\i \ j\ .W 1
- sequencing can provide a practical approach to e :

ROBUST DESIGN. . . i3 S —

resolving sequence variation across the BTD gene.
BROAD INSIGHTS. . e
BTD ASSAY WORKFLOW TARGETED LONG-READ CHARACTERIZATION
1. DNA sample 2. Multi-amplicon 5, 3. Long-read . 4.BTD variant
T iy BTD PCR S (=) sewencng S ([ characterization
research sample input amplicons optimized Oxford Nanopore x

SNVs, indels, gene-level analysis

for coverage — workflow
=
Xy =P — S ! N e - __e_' =——
\ . 5' _- Z 3 \Jf\( J\j\j\.ﬂbﬂf\ — T-———_ T —
Genomic DNA BTD gene Oxford Nanopore SNVs  Indels  Structural
For Research Use Only. Not for use in diagnostic procedures unless specifically validated and authorized for such use. GENOMICS

FOR A CLEARER

23rdpairlab.com TOMORROW




23rd Pair
Lab

TUBERCULOSIS
READS

Targeted tuberculosis genomics. >  DEEPER
From amplification to resistance profiling. o
NanoAmp™ TB is a proprietary targeted amplification solution - % POSSIBILITIES
developed by 23rd Pair Lab for genomic analysis of Mycobacterium : =
tuberculosis using Oxford Nanopore sequencing. The assay is designed gy
to enrich clinically relevant genomic regions associated with drug < s p iot
resistance, strain characterization and molecular epidemiology, : ropnetasy
enabling focused sequencing without requiring whole-genome targetecl'long-rea'd
sequencing for every application. sequencing solution.
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-’,:} Key Features ——— om % Applications ——— < oo iin

MTB drug-resistance research CCGTAGTCCT

® Targeted amplification of clinically ]
relevant MTB regions ® Resistance-associated mutation analysis  m—"
® Drug-resistance associated target analysis ® Strain and lineage characterization R
® | ong-read sequencing compatibility ® Molecular epidemiology o —
@ Multiplex amplification . —
® Native or PCR-based barcoding compatibility v 8
® Rapid targeted sequencing workflow ? NanoAmp™ Advantage
® s
Scalable sarmiple: MOCReSIng - For applications where the research question is focused on
4 known resistance-associated regions, targeted sequencing
can concentrate sequencing capacity where it matters most.
- ™ i i i H
T P NanoAmp™ TB combines tarseted amp!nﬁcahon with Oxford
REAL-WORLD IMPACT e Nanopore long-read sequencing to provide a focused
workflow for MTB genomic analysis.
TB RESISTANCE PROFILING WORKFLOW FOCUSED MTB ANALYSIS

@ /'_ @ O /""_ t . DRUG RESISTANCE

®f/U )i =T eaw - (BN AR )Y

LINEAGE
Multiplex MTB Nanopore MWMORT B —
DNA sample amplification sequencing : : ;
MTB sample input ist iated Baodaraad lineage analysis /- EPIDEMIOLOGY
P p resistance-associates arcode-ready mutations, strain,
targets long reads epidemiology |  mom
For Research Use Only. Not for use in diagnostic procedures unless specifically validated and authorized for such use. GENOMICS

FOR A CLEARER

23rdpairlab.com TOMORROW




@‘ 23rd Palr

F8 GENE

NanoAmp™ F8

Comprehensive F8 analysis for

Hemophilia A research.

NanoAmp™ F8 is a proprietary long-range targeted amplification kit™

developed by 23rd Pair Lab for comprehensive molecular analysis of
the F8 gene using Oxford Nanopore sequencing. The F8 gene contains

repetitive and structurally complex regions that can make comprehensive
characterization challenging. NanoAmp™ F8 is designed around " s i
long-range amplification and long-read sequencing to preserve genomic i
context and facilitate characterization of sequence and structural variation.

{:} Key Features

® Targeted F8 gene amplification —t
® [ong-range PCR strategy
® |ong-read sequencing compatibility
® SNV and indel analysis . 3
® Structural variant characterization . 3
® Intron 1 and intron 22 region analysis };“f& . :
® |ong-range variant phasing % : .__f-_,-i.r'
® Multiplex-ready workflow ‘,‘- J};A. ol

o g Intron 22

il

.
ROBUST DESIGN.
BROAD INSIGHTS.

Intron 1 \'f f

¥ LONGER
READS
DEEPER |
INSIGHTS

BRIGHTER

Proprietary
targeted long-read
sequencing solution.

%’ Applications

® Hemophilia A research

® F8 variant characterization — oo e SV
, e e INS

@ Structural variant research —— EL

® Inversion analysis ——— INV

? NanoAmp™ Advantage

The size and genomic architecture of F8 create challenges
for conventional short-read workflows. By preserving
substantially longer DNA molecules through targeted
amplification and sequencing, NanoAmp™ F8 is designed
to provide genomic context that can be valuable when

. investigating complex F8 variants.

POSSIBILIMIES

F8 LONG-RANGE ANALYSIS WORKFLOW

i if

1. DNA sample

research sample input

2. Long-range F8 PCR

challenging F8 regions
targeted

FROM DNA TO STRUCTURAL INSIGHT

3. Nanopore sequencing

Foaze) i

For Research Use Only. Not for use in diagnostic procedures unless specifically validated and authorized for such use.

23rdpairlab.com

% E 4, Structural variant analysis
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@ 23rd Pair Lab

DESIGNED BY 23RD PAIR LAB

NanoAmp™

Targeted long-read sequencing,
focused into a practical workflow.

NanoAmp™ assays are developed with a focus on target
coverage, long-read compatibility, workflow simplicity
and downstream variant analysis. Assay development is
supported by published genomic research, experimental
optimization and bioinformatics expertise, allowing each
assay to be designed around the specific challenges of
its target.

SCIENTIFIC BACKGROUND & REFERENCES

Published studies support the underlying assay approach and are
not a validation of NanoAmp™ itself. References are available on
request.

FROM TARGETED AMPLIFICATION TO ACTIONABLE GENOMIC DATA

NanoAmp™ brings long-read sequencing into a focused, practical
workflow - from DNA sample input, through targeted amplification
and Oxford Nanopore sequencing, to downstream variant analysis.

23rd Pair Lab Limited

20 Malin Court, Hardings Close, Hemel Hempstead HP3 SAQ, United Kingdom
info@23rdpairlab.com - +44 7920 423953 - linkedin.com/company/23rd-pair-lab

Registered in England and Wales, company no. 15728861
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NANOAMP™ PLATFORM

CFTR - targeted CFTR analysis
BTD - targeted BTD@nalysis
TB - resistance-focused MTB genomics

F8 - complex FB variant analysis

PROPRIETARY TARGETED
LONG-READ SEQUENCING
TECHNOLOGY

23rdpairlab.com



